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Figure S1: Left panel: Network plots for each of the 15 different disconnected datasets generated in Scenario 2. Each node represents a treatment,
named by the first letter of their agent and their dose, standardised to the common dose for each agent. Connecting lines represent direct RCT
evidence and their thickness is proportional to the number of studies comparing the connected treatments.
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Figure S2: Network plots for each of the 15 different augmented datasets generated in Scenario 2. Each node represents a treatment, named by the
first letter of their agent and their dose, standardised to the common dose for each agent. Connecting lines represent direct RCT evidence and their
thickness is proportional to the number of studies comparing the connected treatments. The impact of augmentation here is to connect networks that
are otherwise disconnected in Figure S1.
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Figure S3: Network plots for each of the 3 different disconnected datasets generated in Scenario 3. Each node represents a treatment, named by the
first letter of their agent and their dose, standardised to the common dose for each agent. Connecting lines represent direct RCT evidence and their
thickness is proportional to the number of studies comparing the connected treatments.
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Figure S4: Network plots for each of the 3 different augmented datasets generated in Scenario 3. Each node represents a treatment, named by the
first letter of their agent and their dose, standardised to the common dose for each agent. Connecting lines represent direct RCT evidence and their
thickness is proportional to the number of studies comparing the connected treatments. The impact of augmentation here is to connect networks that
are otherwise disconnected in Figure S3.
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